For Supplementary Tables 1-3 please find separate supplementary table file Table 2 ) and a detailed report of DTI comparisons between groups (Supplementary Table 3 ).
Supplementary Figure 1.
Quality control of protein expression across all three groups. The distributions of normalized protein expression were inspected by (a) boxplots, (b) histograms of density distributions and (c) quantile-quantile plots. Age, gender and polysubstance use variables were investigated for their potential role in driving protein expression variation using the R package variancePartition. (d) The mean variance explained by all variables in relation to global protein expression profiles and (e) and their contribution per individual protein were calculated. Overall, the contribution of all variables were low and not likely to be confounding protein expression levels, although polysubstance use explained >50% variance of HRG protein levels. 
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